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Foods contamination and its pathogenic gene analysis of the Zisteria spp. in Mimasaka area
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SUMMARY

We surveyed the contamination of ZListeria spp.
for 126 samples of RTE (ready to eat) or raw
meat in Mimasaka area. For the results, two
strains were identified from cattle meat (stomach
1, large intestine) as Listeria monocytegenes
which have two pathogenic genes, and one strain
was identified L./nnocua from chicken meat.

These strains were examined about pathogenic

Listeria spp. possessing five major virulent



genes (AlyA, priA, mlA, iap, actA) by PCR. As
the most important genes for  express
pathogenicity such as AlyA or prfA were not de-
termined, so it seems there is not high risk for
the human Zisteriosis from these foods for now.
But we found the insertion in actA gene at one
strain, so it was concerned to appear the strain
which has integrated the newly stronger virulent
genes in the future.

These data shows that monitoring for fields
and foods (RTE or raw meat) contamination of
Listeria spp. widely would be necessary to con-

tinue.






